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PhD student position in genomic
analysis of evolution in Malagasy
dung beetles

We are looking for an applicant with background
in genetics, bioinformatics or comparable
studies to join a project on speciation and
evolution of endemic dung beetles in
Madagascar. We are using next-generation
sequencing techniques to obtain comparative
sequence data for related groups of species. The
PhD project involves analyses of these

data to construct refined molecular phylogenies
and to analyse spatial genetic structure

of species, hybridization between closely related
species, and signatures of adaptive

evolution in the genome.

Contact: ilkka.hanski@helsinki.fi

PhD / post doc/ position in
quantitative/statistical
genetics

We seek for a PhD student or young post doc with background
in genetics, bioinformatics or comparable studies to join a
research project working on metapopulation ecology, evolution
and functional genomics of the Glanville fritillary butterfly. The
PhD project includes construction of a genetic recombination
map, designing a genome-wide custom SNP-chip assay, and
application of the SNP-chip for association and linkage
analyses of flight metabolism. The Glanville fritillary is a well-
known model system in population biology studied since 1991.
The project is funded by the European Research Council and
the Academy of Finland.

We have recently sequenced the transcriptome of the Glanville
fritillary and are currently sequencing the entire genome using
Roche 454 Titanium and SOLiID3.

The SNP-chip platform to be developed in this project will be
used in many studies of Glanville fritillary population genetics,
evolution and association and linkage analyses of life history
and phenotypic traits. This PhD project is primarily focused on
genetic variation in flight metabolism, which has high
heritability and is under intensive study in the Metapopulation
Research Group. In addition to general statistical methods,
relevant software packages (Merlin, PLINK, FBAT etc.) will be
implemented.

Contact: rainer.lehtonen@helsinki.fi
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Etsimme genetiikan opiskelijaa
gradutyontekijaksi

Gradutyo on osa laajaa tutklmusprOjektla,jossa tutkitaan
taplaverkkoperh logiaa, ekologiaa ja evolutiikkaa
Molekyyllgeneettlsten tyokalujen rooli tutkimuksessamme on kasvanut
merkittiavasti viime aikoina. Olemme sekvensoineet taplaverkkoperhosen
transkriptomin ja olemme parhaillaan sekv im koko g
kayttiaen uusimpia massasekvensomtlmenetelmla Sekvenssitiedon
perusteella ol lleet useita kandidaattigeeneja kattavan
aenoty{ppauspaneelm (30 SNP markkeria, Sequenom), jolla on tarkoitus
artoittaa aluksi 360 taplaverkkoperhosen geneettinen variaatio. Naista
er taon

kattavaa tietoa fenotyypeisti ja
teista ai ien tutkimusten perusteella..
Tassa radutydssa anal{sou:laan tuotettu variaatiodata ja tarkastellaan
variaation kyt keytyvyyt aja tiota yksiloiden fenotyyppisiin
ominai ksiin jap iden keskeisiin parametrelhm Tyo sisaltaa
aineiston laadun arwomtla seka kytkenta - ja
olemassa olevilla ohjelmilla (esim. Merlin, PLINK, PBAT, FBAT) Kyselnen
datapaneell toimii myos tarkeana pilottihankkeena laajempien
enot ppausproiektlemme suunnittelussa. Menestyksekkaalle gradun
ekijalle voidaan tarjota mahdollisuutta vaitoskirjaprojektiin.
Yhteydenotot: rainer.lehtonen@helsinki.fi

MSc thesis / PhD student / post doc
position in bioinformatics related
to molecular identification
(barcoding)

We are looking for an applicant with background in
bioinformatics or comparable studies to join a project
working on metacommunity ecology of wood-decaying fungi.
The data come from 454-sequencing of environmental
samples (soil, saw-dust drilled from dead logs, spores
sampled from air using cyclone sampler, etc.). The main
task of the project is to develop methods for identifying the
species in these samples and assessing the reliability of
identifications. The identifications are based mainly by
comparisons to an extensive reference database that we
have acquired (and are further extending) in a Nordic
collaborative project. The level of the project can be
adjusted from MSc thesis to a post doc project depending on
the skills and experience of the applicant.

Contact: otso.ovaskainen@helsinki.fi

Post Doctoral Research
Associate in life-history
ecology and evolution of the
Glanville fritillary butterfly

We are seeking an outstanding young post doc with
background in population or evolutionary biology or
population genetics to join a large research group working
on metapopulation ecology, evolution and functional
genomics of the Glanville fritillary butterfly. The successful
candidate has strong quantitative skills. We are currently
sequencing the genome of the Glanville fritillary and plan
extensive association and linkage analyses of phenotypic
and life history traits. The project is funded by the European
Research Council and the Academy of Finland.

Description of the position: The post doc will conduct
common garden experiments in large out-door population
cages using butterfly material originating from different
types of populations and landscapes. In addition to
conventional life-history studies, the project involves
analyses of variation in the coding region and gene
expression in relation to individual performance and the
structure of the population of origin.

Contact: ilkka.hanski@helsinki.fi

PhD Student Position in Pathogen
Evolution

Are you interested in coevolution? Have you ever wondered how
natl‘tlogens evolve to overcome the resistance strategies of their

osts
Applications are invited for a 4-year PhD fellowship to study pathogen
evolution by combining ecological, evolutionary and molecular
approaches. Motivated students with a MSc degree in ecology,
evolutlona? biology or molecular biology (or other related fields) are
encouraged to apply. Prior expertise in experimental design,
statistical analysis or laboratory work using genetic markers are a
bonus but your most important assets are enthusiasm for research,
motivation to learn new things, and ability to work independently
while being an active member of a research team.
The projectis centered on the interaction between host plant
Plantago lanceolataand its fungal pathogen Podosphaeraplantaginis
in the Aland Islands. Prior research on this interaction has shown that
the pathogen persists as a metapopulation. Despite rapid turnover of
local populations there is evidence of rapid ongoing evolution between
these species. In your project you will ask how processes at different
spatial scales - molecular, within host, within population and
metapopulation - affect the diversity and evolution of pathogens. In
practice, you will carry out field surveys in the Aland Islands, conduct
experimental work in the laboratory and genotype pathogen isolates.
Contact: Anna-Liisa.Laine@helsinki.fi

SUMMER RESEARCH ASSISTANT POSITION in HOST-PARASITE COEVOLUTION
at the UNIVERISTY of LIVERPOOL in JUNE-JULY 2010
You should have completed some studies in ecology, evolutionary biology or microbiology (or other related fields). Prior experience
in experimental or laboratory work is a bonus but your main assets are enthusiasm and interest to learn new things. You will be
working in close collaboration with another research assistant, but we also expect you to be able to work independently. You
should be fluent in English.
Contact: Anna-Liisa.Laine@helsinki.fi

www.helsinki.fi/science/metapop



